teolytic attack (Wang et al., 1995) . These findings led to
vitro to a variety of short nascent chains on the ribosome (Pfund et al., 1998). SSB mutants are hypersensithe suggestion that NAC is deeply embedded in the tive to protein synthesis inhibitors, consistent with a ribosomal tunnel, constituting a dynamic component of role for Ssb in folding of newly translated proteins or the tunnel that provides a protected environment for ribosome metabolism. However, direct evidence of a nascent peptides. NAC does not form an immobilized role for Ssb in protein folding has yet to be solidified. roof of the channel. It can interact with regions of na-
The stable association of Ssb with translating riboscent chains that are 100 residues away from the peptisomes is disrupted by release of nascent chains, sugdyl transferase center, and be released by puromycin gesting that nascent chains are involved in this interactogether with nascent chains. Intriguingly, NAC is found tion. This suggestion was supported by demonstration in stoichiometric excess to ribosomes. Thus, similar to that Ssb can be cross-linked to ribosome-associated the proposed scenario for TF, NAC may cycle between nascent chains in vitro, but not to released nascent ribosome-bound and free states (Figure 2 GroEL for assistance in folding. In any case, the strinthe tunnel, thus facilitating the cotranslational folding of gency of the GroEL requirement for folding of the identiproteins.
fied substrates remains to be determined.
Finishing the Folding Job
Less is understood about assisted protein folding in Beyond their interaction with ribosome-associated facthe eukaryotic cell. Hsp70 appears to be the major chaptors, newly synthesized chains must continue to fold in erone involved in assisted general folding pathways the crowded cytosol. To assist folding, a second group 
